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notebooks for developers 
live with the code



notebooks for users
live with the versioned built docs



the notebooks.yaml index file is not a tutorials.yaml file

o 31 notebooks declared
o the content of this file is edited manually



the notebooks.yaml index file is not a tutorials.yaml file

download of a specific tutorial
o notebook
o datasets
o images

included when gammapy download tutorials

may be skipped when tested with make test-nb

download notebook files



the not versioned datasets folders



the versioned list of folders within the dataset pack

o the gammapy-data-index.json is a list of datasets folders
o a dataset folder contains a list of data files
o the list of datasets folders may be different for every release
o A specific dataset for a specific release may be downloaded
o the data files are not versioned 

o the content of the gammapy-data-index.json is declared and generated with make_dataset_index.py



last but not least: we do also have an index to download versioned scripts

o a specific script for a specific release may be downloaded
o the content of the scripts.yaml is edited manually



the release publishing manual process
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the release publishing manual process 1



the doc building automated process
Building the /dev documentation is a matter of a click in Github actions interface
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the doc building manual process – versioned and executable docs
Building the /release documentation

versioned
o tag release in gammapy repository
o go to
o build the dev version with github actions interface
o duplicate the dev folder and rename it after release number
o edit index.html file to redirect to last release folder

executable
o go to master branch in
o edit Dockerfile to install last release in binder
o tag the repository after the release number
o launch binder and check everything works

rebuilding and old version
o git checkout to version tag
o build docs locally with make docs-all
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docs and notebooks processing commands

build documentation processing the notebooks
make docs-all
o nbs bool      process notebooks (default True)
o src string     path to process notebooks (default ‘’)
o fmt bool       black code-style (default False)

clean notebooks
make clean-nb
o code style with black app and strip the output cells
o notebooks are stored with outputs cells stripped to ease code review in diffs

test notebooks
make test-nb
o run notebooks if requirements are satisfied
o provide clean error tracebacks

test scripts
make test-scripts
o execute scripts collection sequentially 

build documentation processing only rst files
make docs-sphinx

display built documentation
make docs-show



internals mechanisms in docs building with notebooks processing – make docs-all

gammapy.utils.notebooks_process.py
o read the list in notebooks.yaml file
o clean the notebooks - code style with black app and strip the output cells
o convert cleaned notebooks into .py scripts version
o copy cleaned empty notebooks and .py scripts into downloadable path docs/_static/notebooks
o execute notebooks in source docs path to produce filled notebooks with outputs
o add upper box with right version links to binder and downloadable files

sphinx . _build/html –b html
o build the html documentation in docs/_build/html
o processing the .rst files with sphinx 
o processing the filled notebooks with nbsphinx



internals mechanisms in docs building with notebooks processing – make docs-all

gammapy.utils.notebooks_links
o convert API syntax labels into relative links into the generated API docs
o convert urls in absolute links found in nbs and pointing to the /dev docs website into its release url
o convert urls in absolute links found in html and pointing to the /dev docs into relative links
o check broken links in notebooks and raise warnings
o bring back cleaned notebooks from downloadable path into source docs path 



notebooks review process

o notebooks are stored empty / without outputs cells to ease code review in diffs
o you may also use ReviewNB



versioned executable user documentation
https://github.com/gammapy/adass2018-gammapy-poster

https://github.com/gammapy/adass2018-gammapy-poster


ü may be placed anywhere in the docs folder structure

ü may be part of a tutorial triplet (notebook, dataset, image)

ü may be downloaded individually as tutorial and also as a file
ü may be tested and skipped if required libraries are missing

ü provide clear error tracebacks when tested
ü versioned release links to binder and downloadable files are created during doc built-in

ü versioned release links to API docs are created from API short syntax during doc built-in 

ü absolute links to dev docs website are translated into relative links in the html files
ü absolute links to docs website are translated into versioned release links in nbs

ü are output stripped to ease code review when diffing
ü may be styled code formatted with black

notebooks - now



ü simplify the release process
o remove versioned index files for scripts, notebooks, tutorials and datasets

o scripts.yaml
o notebooks.yaml
o gammapy-data-index.json

o remove binder links?
o simplify/speed notebooks execution
o tests takes more than 15min, while the whole docs building process takes a bit more than 20min.

ü storage
o use jupytext paired filled notebooks and .md files instead of empty notebooks?
o nbsphinx allows to build html notebooks stored in .md format
o still some processing needed (tests, links conversion, upper box) 
o developers working methodology changes

ü display and layout
o display notebooks collection in a gallery view 

ü user contribution
o provide an easy way for users to contribute with their own notebooks
o https://github.com/Bultako/tutorials
o https://www.iaa.csic.es/~jer/recipes

notebooks - improvements

https://github.com/mwouts/jupytext
https://nbsphinx.readthedocs.io/en/0.8.0/custom-formats.html
https://github.com/Bultako/tutorials
https://www.iaa.csic.es/~jer/recipes/

